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PROGRAM



Workshops Date Time(CEST) Speakers Seats

WS 1.1 28| 08 1-5pm MariadelaPuente &ChristopherPhilips 100

WS 1.2 29| 08 1-5pm ClausBørsting, VaniaPereira &TorbenTvedebrink 30

WS 2.1 28| 08 6-10pm DanielKling&AndreasTillmar 100
WS 2.2 29| 08 6-10pm DanielKling&AndreasTillmar 100

WS3 30| 08 8am-12pm AthinaVidaki&HwanYoungLee 100

WS 4.1 30| 08 6-10pm MagnusVigeland&ThoreEgeland 50
WS 4.2 31| 08 6-10pm MagnusVigeland&ThoreEgeland 50

WS 5.1 31| 08 8am-12pm TachaHicks&ChristopheChampod 100
WS 5.2 01| 09 8am-12pm DuncanTaylor&LydieSamie-Foucart 100

WS6 01| 09 1-5pm KennethKidd,ChristopherPhilips,MariadelaPuente,
DanielStandage,BrianYoung&DanielePodini

100

WS 7.1 04| 09 8am-12pm ArwinRalf&SofieClaerhout 50
WS 7.2 05| 09 8am-12pm LutzRoewer &SaschaWilluweit 100

WS 8.1 04| 09 6-10pm Peter Gill,ØyvindBleka&CorinaBenschop 75
WS 8.2 05| 09 6-10pm Peter Gill,ØyvindBleka&CorinaBenschop 50

WS9 06| 09 8am-12pm AdrianLinacre 100

WS 10.1 06| 09 6-10pm JerryHoogenboom& JonathanKing 100
WS 10.2 07| 09 6-10pm JerryHoogenboom& JonathanKing 50

WS11 07| 09 1-5pm Walther Parson&CharlaMarshall 50

WS 12 08| 09 8am-12pm TitiaSijen,CordulaHaas&MargreetvandenBerge 50

Ychromosome interpretation:extended/newmethodologiesonY-SNPsandY-STRs

Title

Biogeographicalancestry analyses:Basic

Biogeographical ancestry interpretation: Advanced

Inferenceof relationships:Basickinshipstatistics
Inference of relationships:Advancedkinshipstatistics

Forensicepigenetics:Basicconcepts, methodsandapplications

Pedigreeanalysis:Basic
Pedigreeanalysis:Advanced

Evaluationofbiologicalresultsgivenactivity levelpropositionsusingBayesiannetworks: Basic
Bayesiannetworksandactivity levelreporting:Advanced

Mini-symposium: An introduction toandtheuseofmicrohaplotypes inforensics

MPSmtDNA:Analysis and interpretation

Body fluididentificationwithmainfocusonRNA

Ychromosomeinterpretation:standardY-STRsandtheuseofYHRD

Mixtureinterpretation: Basicuseofthe softwareEuroForMixandDNAStatistX
Mixture interpretation: Advanced.UsingEuroForMix,DNAStatistXandaccompanyingsoftware

WildlifeDNA typing

BioinformaticsMPS: Basic
BioinformaticsMPS: Advanced
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